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Curriculum Vitae

EDUCATION

MSc. Cellular and molecular biotechnologies 2015 - 2017
University of Trento / CIBIO

Graduated with 110 / 110 cum laude

BSc. Biological sciences 2012 - 2015
University of Pisa

Graduated with 110 / 110 cum laude

WORK EXPERIENCE

Ph.D. researcher 2018 - present

Laboratory of stem cell biology and normal haematopoiesis, Barts Cancer Institute, Queen
Mary University of London, Full-time

Investigating the role of the YTHDF family of proteins, responsible for the regulation of post-

transcriptional fate of mRNA molecules, in mouse models of physiological haematopoiesis

and Acute Myeloid Leukemia. Member of the group led by prof. Kamil R. Kranc, funded by

the Barts Charity Foundation and the I.C.R. post-graduate scholarship. Ph.D. thesis defense

is pending.

Summer intern student 2017
Stem cell program and division of haemato/oncology, Boston Children’s Hospital, Harvard
Medical School

Joined the group led by dr. Leonard Zon as a winner of the Armenise-Harvard Foundation

summer scholarship for Italian students. Generated oncogene-carrying plasmids and used

them to investigate the impact of chimeric oncogene induction during the early phases of

Zebrafish haematopoiesis.

Master thesis student 2017
Laboratory of experimental cancer biology, University of Trento / CIBIO

Part of the group led by prof. Maria Caterina Mione from February to December for my

master thesis practical research. Worked on the generation and molecular and phenotypical

characterisation of Zebrafish models of human Acute Myeloid Leukemia to prepare a suitable

animal model for drug-screenings.

Summer intern student 2016
Laboratory of neural development and regeneration, University of Trento / CIBIO

Member of the group led by prof. Simona Casarosa as a research trainee, contributed to the

development of a Crispr-CAS9-based protocol for the establishment of Zebrafish transgenic

lines.
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MAIN LABORATORY SKILLS

• Mouse models breeding, genotyping and handling, including specialised procedures
such as tail-vein injections and bleeding, intraperitoneal injections, dissection of
haematopoietic tissues and haematopoietic stem cell transplantation.

• Zebrafish models breeding, genotyping and handling, including specialised proce-
dures like haematopoietic tissues dissection, preparation of blood smears, in-situ
hybridization and single-cell microinjections.

• Cytofluorimetric exprience:

– analysis of heterogeneous cell populations, including the design and application
of up to 9-colour panels;

– functional assays on live and fixed/permeabilized samples, including cell-cycle
analysis, measurement of protein translation, assessment of cellular viability;

– sorting of specific cell populations from heterogeneous samples based on surface
marker expression;

• Cell culture techniques such as production of viral vectors, cell transfection and
transformation and serial colony-forming assays.

• General laboratory techniques like DNA and RNA extraction, bacterial amplification
and cloning, regular and quantitative PCR.

• Knowledge of data analysis programs such as Ingenuity Pathway Analysis, GraphPad
Prism, FlowJo and Excel. Basic knowledge of LaTex.

PUBLICATIONS AND SCHOLARSHIPS

• Lawson, H., van de Lagemaat, L. N., Barile, M., Tavosanis, A., . . . Guitart, A.
v, Kranc, K. R. (2021). CITED2 coordinates key hematopoietic regulatory
pathways to maintain the HSC pool in both steady-state hematopoiesis
and transplantation. Stem Cell Reports.

• Codino, A., Turowski, T., van de Lagemaat, L. N., Ivanova, I., Tavosanis, A.,
Much, C., . . . O’Carroll, D. (2021). NANOS2 is a sequence-specific mRNA-
binding protein that promotes transcript degradation in spermatogonial
stem cells. IScience, 24(7), 102762.

• Lawson, H., Sepulveda, C., van de Lagemaat, L. N., Durko, J., Barile, M., Tavosa-
nis, A., . . . Kranc, K. R. (2021). JMJD6 promotes self-renewal and regen-
erative capacity of hematopoietic stem cells. Blood Advances, 5(3), 889–899.

• Mapperley, C., van de Lagemaat, L. N., Lawson, H., Tavosanis, A., Paris, J.,
Campos, J., . . . Kranc, K. R. (2021). The mRNA m6A reader YTHDF2
suppresses proinflammatory pathways and sustains hematopoietic stem
cell function. The Journal of Experimental Medicine, 218(3).

• Paris, J., Morgan, M., Campos, J., ... Tavosanis, A., ... O’Carroll, Donal, Kranc,
KamilR.(2019). Targeting the RNA m6A Reader YTHDF2 Selectively
Compromises Cancer Stem Cells in Acute Myeloid Leukemia. Cell Stem
Cell, 1–12.

• Scholarship: 2700$ Armenise-Harvard Foundation Scholarship (summer).


